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The formation of new species (i.e., speciation) is a
fundamental process responsible for the diversity of life on Earth.
Progress has been made in understanding the genetic basis of
speciation; many individual 'speciation genes' have now been
identified that cause reproductive isolation. Less attention has been
given to genome-wide patterns of divergence during speciation.
Thus, major questions remain concerning how individual speciation
genes are arrayed within the genomes of diverging taxa, and how this
affects speciation.
This theme issue explores this genomic perspective of speciation. It
draws upon empirical studies in plants and animals, and theoretical
work, to review and further document patterns of genomic
divergence. In turn, these studies begin to disentangle the role that
different processes, such as natural selection, gene flow, and recombination rate, play in generating
observed patterns, particularly in the context of how genomes diverge as speciation unfolds, from
beginning to end. The collective results point to how experimental work is now required, in
conjunction with theory and sequencing studies, to move from the field from descriptive studies of
patterns of divergence towards a predictive framework that tackles the causes and consequences of
genome-wide patterns.
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Philosophical Transactions B welcomes unsolicited theme proposals. To find
out more about becoming a Guest Editor of the journal, please visit
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